On the Cover: Sorghum is a self-pollinated crop with cultivated varieties that span 5 races and over 25 species of wild relatives, providing tremendous genetic diversity for examining physiological and biochemical mechanisms at the population level. The continuous advancement of genomic resources in sorghum and related crops, such as rice and maize, allows for genome-scale analysis of complex traits and discovery of associated genetic and molecular elements. These resources were used to identify genetic targets for modification of seed element composition. Identification of genes and QTL that impact element traits in the grains of major cereals, including sorghum, is fundamental to developing breeding and selection strategies aimed at increasing seed nutritional quality. The cover shows a small cross section of the breadth of diversity found in sorghum panicles from more than 45,000 accessions maintained by the U.S. National Plant Germplasm System at Griffin, GA. Cover image credit:
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